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Table 1 Isolation of the mumps virus and genotype data in Beijing, China, in 2004-2016
Constituent of Virus isolation Virus isolation
Year Cases Genotypes
vaccinated cases( %) positive cases positive rate( %)
2004 16 31. 25 5 31 25 F
2005 33 39. 39 12 36. 36 F
2006 23 21. 74 9 39. 13 F
2007 35 54. 28 7 20. 00 F
2008 29 48 28 5 17. 24 F
2009 27 74. 07 5 18 52 F
2010 34 65. 42 3 8 82 F
2011 46 59. 21 1 217 F
2012~2015 62 70. 25 0 0 /
2016 65 7374 3 4. 62 F.G
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Figure 2 Phylogenetic relationships between G-genotype mumps viruses circulating in Beijing based on SH gene.
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Figure 3 Phylogenetic relationships between F-genotype mumps viruses circulating in

Beijing based on the SH gene.
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G Genotype Mumps Virus Found in Beijing, China,in 2016
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Abstract: We wished to analyzes the epidemic characteristics, virus isolation and small hydrophobic gene
sequences of the mumps virus in Beijing, China, during 2004 ~2016, and compare its homology with the
mumps virus in other provinces in China and the sequence of the global reference strain, In this way, we
could elaborate the distribution and variation of the genotype of the Beijing mumps, explain the how the G
genotype virus was imported and from where originated. Since 2007, with an increase in the number of im-
munized patients, the prevalence of virus isolation decreased significantly, and, in 2010~2016, it fell to <
10%. In 2016, we isolated three strains of the mumps virus, and obtained the sequence of two of them.
One of them was genotype F and other was genotype G. The G genotype virus was closest to the G-geno-
type virus isolated in Shaanxi Province in 2011. The F-genotype virus was a local strain in Beijing. From
2006, mumps immunization program was started in Beijing. With the reduction of local virus and the emer-
gence of other genotypes of the virus import, it is necessary to strengthen the monitoring of the virus as
soon as possible to detect and block the spread of the virus strain.
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