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D, Measles Virus was First Isolated from An Imported Measles Case in Sichuan Province of China
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Abstract: Objective To isolate and identify the genotype and molecular characteristic of an imported D,
measles virus. Method To isolate the virus with Vero/SLAM cell line. And RT-PCR (reverse transcrip-
tion-polymerase chain reaction) were performed to amplify the 450 nucleotide acids of carboxyl terminal
of N (nucleoprotein, N) protein. The phylogenetic tree was constructed and the homology similarity was
analyzed. Results Sichuan isolate MVi/Sichuan.CHN/07.09/1 was clustered within the same genotype
group with WHO D, genotype reference strain, the homology of nucleotide acid between Sichuan isolate
and WHO D, genotype reference strain was 96.9%. The homology of nucleotide acid and amino acid
between Sichuan isolate and 2008 D, genotype representative strain were 99.8%-100% and 99.3%-100%
respectively. Compared with the Chinese measles vaccine strain, the homology of nucleotide acid and
amino acid of Shanghai-191 were 92.3% and 90.7% respectively. Compared with the endemic H1
genotype representative measles strain, the homology of nucleotide acid and amino acid were 90.8% and
92.1% respectively. Conclusion The imported virus was D, genotype measles virus.
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Table 1 The List of 23 WHO Reference Strain Used in the Phylogenetic Tree

JEH A Genotype WHO#RR A4 WHO Standard Name NI 905 Accession Number
A Edmonston-wt.USA/54 u01987

B, Yaounde.CAE/12.83 U01998

B, Libreville. GAB/84 U0199%4

B, New York.USA/94 ; Ibadan.NIE/97/1 L46753;AJ232203
C, Tokyo.JPN/84/K AY 043459

C, Maryland.USA/77 ; Erlangen. DEU/90 M89921;X84872
D, Bristol. UNK/74 DO01005

D, Johannesburg.SOA/88/1 U64582

D, Ilinois.USA/89/1 u01977

D, Montreal. CAN/89 uo01976

D; Palau.BLA/93 ; Bangkok. THA/93/1 L46758; AF079555
Dy New Jersey.USA/94/1 L46750

D, Victoria. AUS/16.85 ; Illinois.USA/50.99 AF243450; AY 037020
Dy Manchester. UNK/30.94 AF280803

D, Victoria.AUS/12.99 AF481485

Dy, Kampala.UGA/51.00/1 AY923185

E Goettingen.DEU/71 X84879

F MVs/Madrid.SPA/94 SSPE X84865

G, Berkeley. USA/83 u01974

G, Amsterdam.NET/49.97 AF171232

G, Gresik.INO/17.02 AY184217

H, Hunan.CHN/93/7 AF045212

H, Beijing. CHN/94/1 AF045217
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Figure 1 The Phylogenetic Tree of WVi/Sichuan. CHN/07.09/1 and WHO 23 Genotype Representative Reference Strains, Based
on the 450 Nucleotide Acid Sequence of Carboxyl Terminal of N Protein
# Sichuan isolate: A WHO D, genotype reference strain; @2008 D, genotype representative strain.
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T2 MIEDEFBEKZTHED B (MVi/Sichuan.CHN/07.09/1) NEFE450iZEFEEFN150 NS EER
5WHO 234 7F G & E 2R Rk B BIR RS EL 5347
Table 2 The Comparison of Nucleotide and Amino Acid Homology Analysis Between

Sichuan Isolate and WHO 23 Genotype Representative Reference Strains

JEH AL FE L Genotype Representative

WEFBR )5 14 Nucleotide Homology (%)

SRR ] Amino Acid Homology (%)

D, : Victoria. AUS/12.99 96.90 96.70
A :Edmonston-wt.USA/54 93.90 94.00
B, : Yaounde.CAE/12.83 93.00 92.70
B,:Libreville. GAB/84 92.10 92.70
B;:New York.USA/94 93.20 92.10
C,: Tokyo.JPN/84/K 93.00 92.70
C,:Maryland.USA/77 91.40 90.70
D, : Bristol. UNK/74 94.50 96.00
D, :Johannesburg.SOA/88/1 95.00 96.70
D;:Illinois.USA/89/1 95.60 97.40
D,:Montreal. CAN/89 95.20 96.70
D;:Palau.BLA/93 95.60 97.40
Dg:New Jersey.USA/94/1 93.60 94.00
D;: Victoria.AUS/16.85 95.20 96.00
Dy : Manchester.UNK/30.94 95.40 95.40
D,,: Kampala.UGA/51.00/1 92.10 92.10
E:Goettingen. DEU/71 92.50 92.10
F:MVs/Madrid.SPA/94 SSPE 92.80 92.10
G, : Berkeley.USA/83 91.70 92.70
G,: Amsterdam.NET/49.97 91.00 92.70
G;: Gresik.INO/17.02 91.70 92.10
H, :Hunan.CHN/93/7 90.80 92.10
H,:Beijing. CHN/94/1 89.90 91.40

®3 MWIEKSHESEHEK (MVi/Sichuan.CHN/07.09/1) F1D,. H, ARFEE KRR
REREZERHZTRINSEREIRMEXI LS (%)
Table 3 The Comparison of Nucleotide and Amino Acid Homology Analysis Between
MVi/Sichuan. CHN/07.09/1 and D,, H,. A. S,, Strain (%)

1 2 3 4 5 6 7 8
1.MVi/Sichuan.CHN/07.09/1 100.00  100.00  100.00 9930 9400  90.70  92.10
2.MVs/Maastricht. NLD/22.08/D9 100.00 100.00  100.00  99.30 9400  90.70  92.10
3.MVi/Phare. THA/27.08/1/D9 100.00  100.00 100.00 9930 9400 9070  92.10
4.MVi/Lopburi. THA/8.08/1/D9 99.80  99.80  99.80 99.30  94.00  90.70  92.10
5.MVi/Khonkaen. THA/9.08/2/D9 99.80  99.80  99.80  99.60 9340  90.10  91.40
6.Edmonston-wt.USA/54/A 9390 9390 9390  93.60  93.60 96.00  90.70
7.Shanghai-191/China-vaccine 9230 9230 9230 9210 9210  97.40 88.70
8.Hunan.China93-7/H1 90.80  90.80  90.80  90.60  90.60  93.90  92.30

WS AT RRIF U, A LAk R YR

Note: lower-left triangle is the homology for nucleotide acid, and upper-right triangle is the homology for amino acid.
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